Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.011 Å; R factor = 0.054; wR factor = 0.089; data-to-parameter ratio = 14.0.
In the crystal structure of the title hydrate, C 8 H 4 Br 2 O 4 ÁH 2 O, O-HÁ Á ÁO hydrogen bonds link the molecules into a twodimensional network parallel to (102). The acid groups of the main molecule and the water molecule are all involved in the supramolecular structure. The dihedral angles between the benzene ring and the acid groups are 37.8 (4) and 36.4 (5) , while the dihedral angle between the acid groups is 10.9 (4) .
Related literature
For the synthesis of the title compound, see: Singh & Bedi (1957) . For a related structure, see: Song et al. (2008) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: CAD-4 Software (Enraf-Nonius, 1985 ); cell refinement: CAD-4 Software; data reduction: XCAD4 (Harms & Wocadlo, 1995 1 ). Bond lengths and angles are within normal ranges (Song et al., 2008) . The asymmetric unit contains one 4,6-dibromoisophthalic acid molecule and one water molecule, in general positions. In the crystal, O-H···O hydrogen bonds link the molecules to form a bidimensional framework (Fig. 2) , where all OH groups of the DBPA and the water molecules are involved, as well as carbonyl groups. The water molecule serves as donor and acceptor for hydrogen bonding.
DBPA was prepared according to the literature method (Singh & Bedi, 1957) . Single crystals of the title hydrate suitable for X-ray analysis were obtained by dissolving DBPA (2.0 g) in water (80 ml) and evaporating the solution slowly at room temperature for about 15 days.
Refinement
All H atoms may be found in a difference map, but their positions were fixed in the final refinement with idealized bond lengths of 0.82 (OH of acid), 0.85 (water molecule) or 0.93 Å (aromatic CH). Isotropic displacement parameters for H atoms were calculated as U iso (H) = xU eq (parent atom), where x = 1.5 for acid OH groups, and x = 1.2 for other H atoms.
Computing details
Data collection: CAD-4 Software (Enraf-Nonius, 1985 ); cell refinement: CAD-4 Software (Enraf-Nonius, 1985) ; data reduction: XCAD4 (Harms & Wocadlo, 1995) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008);  program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008 
Figure 1
The molecular structure of the title compound, with displacement ellipsoids at the 30% probability level. Dashed lines are non-bonding contacts. O3-C1-C3-C4 −144.6 (9) C4-C5-C6-C7 −2.9 (11)
